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Novel gamma-gliadin probe sets TTGAACTTGTGCAAGGAGTTCCTCCTGCAGCAGTGTAACCCAGAGGAGAA  ACTGTCGTTACTCCAGTCAGTGATCCCGTTCCTCCGACCAAAGACCTCGC  AACAGAACAGCTGCCAGTTGAAGCGACTACAATGTTGTCGACAACTTGCA  CATATCAGTGAACCGTCCCGATGCCCGGCCATCCACAACATTGTGCATGC  CATCGTCATGCAACAACAACATGTGGATAGAGGTTTCGGCCAGCCTCAAC  CACAACAGTTGGGCCAGGAAATGCCCATGCAGCCTCAACATCAATTGGGC  CAGCACTCTATCCTACCTCAACAACTAGCCCAGTACCAGTTGGTTAGGTT  ACTTGTGATTCAGACCCTTCCTATGTTATGCAACGTGCATGTCCCGTCTG  ATTGCTACACCATTACTGCACCATTTGGTAGCATGACTGCCTACAATGGT  GGACAATGAAATCACAATAGTTGTACTACTAGATAGATGGACCTTCATTG  TTTACTCGATTGGACGATCGATGTAGCAATGAAATAAAATAAAATGCCGT  GCACCATCATATGCGTGACTCCAACCAGTACAAGTTCAAACTTGGGAATA  AAGGCAAACAAAATATTCCACGTCATGCACATCTACTTTGATAGGAACTG  CAATCCATCGATTATGTATCATTTTTTTCATAGGTATATCAACCCAGTCC  CACCATGTGATGTCAAAAAAGGAACCTCCTTATCCGGAAAATTTAGTTCA  G  CS-2: AATATGATGAGTCATTACGATTATCAAGCTTTCCTGACACTCCATGGATG  TGTGCTACAAGAAAGCAACTTTGGCGATTAATCCAAATTACACTTGCAAG  TAGCCCTGCGAAGATAGTTTGATAAGAGTATCAGAACTTTACAAGAAAGA  AAATATGAAGACGAAAAGAAATCATTTCATGGCATCTATAAATAGCCATA  CACCGTGAAGACCCCCTTCCATGATCCATCTTTCACACATTTAGAGCACA  AACATTCAAACTAAACAATACAGAGTAACCACAAATCCATCATGAAGATC  CTCTTGGTCTTTGCCCTCCTCGTTGTATCAACGACCATCACCACCGCGAT  CGTGCAGCTCGACCCTAGTGTCCATGTCCAAGAAAGGCCACAACAATCAT  TTCTGCAGCAGCAACCACTTACCCAGCAACAACCATTGCCGCTGCAAGAA  CCACAACAACCACTATTCCCGCAAAAAGAGCCACAACAACCATTTTCGCT  GCAGCAACCACAACCCCAGGAACAACAACCATATCCACAACAGCCACTTC  TCCAACAACAACTTCCCCAGCAACATCTATTCCCGCAGCAGCCACCACAA  CAACAATTTCCGCAGCAGATGCCACTTCCATATGAACAACAAACATTCCC  GCAACAACAGCAACAGCAACCACAATTCCCGCAACAACAACCATTTCCCC  AATATCAACAACCATTAACACAACAACCATACCCGCAAGAGCAACCATTG  CCACAACAACAACCTTCTGTGGAGGAAAAACAACAATTGAACTTGTGCAA  GGAGTTCCTCCTGCAACAGTGCAACCCGGAGGAGAAACTGTCATTAATCC  AGTCAGTGATCCCGTTCCTCCGACCAAAGACCTCGCAACAGAATAGCTGC  CAGTTGAAGCGTCTACAATGTTGTCGACAACTTGCACGTATCAATGAACC  GTCCCGATGCCCGGCCATCCACAACATTGTGCATGCCATCGTCATGCAAC  AACAACATGTGGATAGAGGTTTCGGCCAGCCTCAACCACAACAGTTGGGC  CAGGGAATGCCCATGCAGCCTCAATATCAATTGGGCCAGGGCTTTATCCT  ACCTCAACAACTAGCCCAGTTCAAGTTGGTTAGGTTACTTGTGATTCAGA  CCCTGCCTATGTTATGCAACGTGCATGTCCCATCTGACTGCTACACCACT  AGTGCACCATTTGGTAGCATGACTGCCATGAACGGTGGACAGTGAAATGA  AAACAGTTGTACTACTAGATAGATGGACCTTCATTGTTTACTCGATTGGA   CGATCGATGTAGCAATAAAAAAAATATAAAATGTCATGCACCATCATATG  TGTGACTCCAACCAA  CS-3: TCCTGACACTCCATGGATGTGTGCTACCAGAAAGCAACTTTGGCGATCAA  TCCAAAAATTACACTTGTAAGTAGCGCCACCGAACAAAACATACCAAAGA  ATCAGTTTGATACGAGTAGAGGAACTTTACAAGAAAGCAAATGTGAAGAC  GAAGAGAAATCATTTCATGGCCGCTATAAATAGCCATACACCATGAAGAC  CCCCTCCCATCCTCCATCCTTCACACATTTGGAGCACAAACATTCACACT  AAACAATCAAGAGTAACCAAAAATCCACCATGAAGATCTTCTTGGTCTTT  GCCCTCCTCGTTGTATCAACGATCATCACCACCGCGACCGCGCAGCTCGA  CCCTAGCATCCATGTACAAGAAAGGCCACAACAATCGTTTCCGCAGCAGC  AACCACTTACCCAACAACAACCATTCCCGCTGCAAGAGCCACAACAACCA  CTATTCCAGCAACAACAACCGTATCCACAACAGTCACTTCGCCAACAACA 
